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September 21 (Thu) 2006 Plenary Lecturers

Guhmoongo Gayaguem
Hall A Hall B Hall C Poster
0:00 - 12:30 sl =2 o ber 21 14:00 - 15:00

10:00- 12 Plant Genomics Bioinformatics Epicffexincjllggy Septem er (ThU) VU= 1o. Guhmoongo A

KOGO CE1 CE2 PL1 Organizer : Ju Han Kim (Seoul National University)
12:40 - 13:30 Comm_ittee Workshop V\(orkshop Chair : Sang Soo Kim (Soongs| Un|vergty)

Meeting (KOBIC) (SeouLin Bioscience) . . . . .

Poster Dr. Atul Butte (Medicine -Stanford Medical Informatics, University of Stanford, U.SA.)
14:00- 15:00) PL1:Dr. Atul Butte Presentaion Exploring Genomic Medicine Using Integrative Biology
15:00 - 15:30 Coffee Break
S4 > S0
. : Reproductive : . . .

15:30 - 18:00 Proteomics ermomics Glaqig?;:;";e September 22 (Fri) 09:00 - 10:00 Guhmoongo A
1830-20:30 Reception PL2 Organizer : Myeong Hee Yu (KISTI)

Chair : Hun Taeg Chung (Wonkwang University)

Dr. Seo Goo Rhee (Ewha womans University)

September 22 (Fri) 2006 Cgllso.merm CA Blfunctlor.1al ER Protein with Calcium Storage and Protein
Disulfide Isomerase Functions

Registration : 8:30-9:00

Guhmoongo Gayaguem
Hall A Hal B Hall C Poster
9:00 - 10:00 PL2: l%rhSue Goo . . .
S;ae < September 22 (Fri) 14:00 - 15:00 Guhmoongo A
10:00-12:30 ] Microbal Genomics Medical Genomics PL3  Organizer : Yong Sung Kim (KRIBB)
. . CE3 o . L
12:50 - 13:50 Workshop(BMS) Poster Chair : Jeong Sun Seo (Seoul National University)
Presentaion ' i
14:00 - 15:00 | PL3 : Dr. Hemin Chin Dr. Hemin Chin (N'H,.U-S-A-) - .
Ophthalmic Genetic Diseases-Medicine in the 21> Century
15:00 - 15:15 Ceremony for
YT Poster Awards
15:15- 15:30 Coffee Break
9
X S10 S11
15:30 - 18:00 Rnomics and . . : :
Burgions Geraies Toxicogenomics Animal Genomics
. Ceremony for Closing

Plenary Lecturer : 1 hour including 50 min for talk and 10 min for question and answer
Symposia: 40 min for foreign speakers, 25 min for domestic speakers

-: 2 | BHRO Xity| Bl New Era of Genomic Medicine |3 -
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ATUL J. BUTTE (stanford University School of Medicine, USA)

EDUCATION:

1991 A.B. (Computer Science), Brown University

1995 M.S., Medica Science, Brown University School of Medicine
1995 M.D., Brown University School of Medicine

2002 M.S. (Medical Informatics), Massachusetts I nstitute of Technology
2004 Ph.D. (Health Sciences and Technology)

Medical Engineering/Medical Physics Program
Division of Health Sciences and Technology

ACADEMIC/RESEARCH POSITIONS:

1995-1998 Resident in Pediatrics, Children's Hospital Boston

1998 - 2001  Fellow in Endocrinology and Informatics, Children's Hospital Boston
1998 - 2001  Clinica Fellow in Pediatrics, Children's Hospital Boston, MA

2001 - 2005 Instructor in Pediatrics, Children's Hospital Boston, MA

2005 - present Assistant Professor of Medicine (Medical Informatics) and Pediatrics

PROFESSIONAL SOCIETY MEMBERSHIP:

1998 - present Member, American Medical Informatics Association
2000 - present Member, American Diabetes Association

PEER-REVIEWED ARTICLES (Articles since 2004.)
1. Allocco DJ, Kohane IS, Butte AJ. Quantifying the relationship between co-expression, co-regulation and
gene function. BMC Bioinformatics. 2004;5(1):18.

2. Kho AT, Zhao Q, Cai Z, Butte AJ, Kim JY, Pomeroy SL, Rowitch DH, Kohane IS. Conserved mechanisms
across development and tumorigenesis revealed by a mouse development perspective of human cancers. Genes
and Development. 2004;18(6):629-40.

3. Csoka AB, English SB, Simkevich CP, Ginzinger DG, Butte AJ, Schatten GP, Rothman FG, Sedivy JM.
Genome-scale expression profiling of Hutchinson-Gilford progeria syndrome reveals widespread
transcriptional misregulation leading to mesodermal/mesenchymal defects and accelerated atherosclerosis.
Aging Cell. 2004;3(4):235-43.

4. Pollard J Jr, Butte AJ, Hoberman S, Joshi M, Levy J, Pappo J. A computational model to define the
molecular causes of type 2 diabetes mellitus. Diabetes Technology and Therapeutics. 2005, 7:323.

5. Tseng Y*, Butte AJ*, Kokkotou E, Yechoor VK, Taniguchi CM, Kriauciunas KM, Cypess AM, Niinobe M,
Yoshikawa K, Patti ME, Kahn CR. Prediction of preadipocyte differentiation by gene expression reveals role
of insulin receptor substrates and necdin. Nature Cell Biology. 2005; 7(6): 601.

6. Wolfe CJ, Kohane IS, Butte AJ. Systematic survey reveals genera applicability of °coguilt-by-association®+
within gene coexpression networks. BMC Bioinformatics. 2005; 6:227.

7. Ichikawa JK, English SB, Wolfgang MC, Jackson R, Butte AJ, Lory S. Genome-wide analysis of host
responses to the Pseudomonas aeruginosa type |1l secretion system yields synergistic effects. Cellular
Microbiology 2005; 7(11):1635.1646.

8. Butte AJ, Kohane IS. Creation and implications of a phenome-genome network. Nature Biotechnology
2006; 24(1):55-62.

BOOKS:
1. Kohane IS, Kho AT, Butte AJ. Microarrays for an Integrative Genomics. Cambridge, MA: MIT Press ;2002.

2. Kohane IS, Butte AJ. Bioinformatics. In: Elston RC, Olson JM, Pamer L (Eds.). Biostatistical Genetics and
Genetic Epidemiology. Chichester: John Wiley and Sons, Ltd.;2002.

3. Butte AJ, Kohane IS. Relevance networks: A first step towards finding genetic regulatory networks within
microarray data. In: Parmigiani G, Garrett ES, Irizarry RA, and Zeger S (Eds.). The Analysis of Gene
Expression Data. New York: Springer-Verlag;2003.

4. Schinke M, Riggi L, Butte AJ, Izumo S. Large scale expression profiling in cardiovascular disease using
microarrays. prospects and pitfalls. In: Van Eyk J, Dunn MJ (Eds.). Proteomics and Genomics Analysis of
Cardiovascular Disease. Wiley-VCH ;2003.

New Era of Genomic Medicine |5 “



Dr. Seo Goo Rhee (Ewha Univ., Korea)

EDUCATION AND ACADEMIC/RESEARCH POSITIONS:

1961-65
1965-67
1967-72
1973-75

At 2o ket £, o] shAk
ROTC 37]

Catholic University of America, 3}sHHEFA}
Postdoctoral Fellow, 1] ==& & 7 91 (NIH)

1975-79 Staff Fellow, 0] == 2] © 71 ¥ (NIH)

1979-88 Senior Scientist, 1] ==& 1 7 2 (NIH)

1988-94 Section Chief, m] ==+ 2 A L (NIH)

1994-05 Laboratory Chief, 7] =-=2] 12 71 21 (NIH)

1996-05 Senior Biomedical Research Service

1998-05 o] &}of At} 8+ i -NIH 35 $1 - (2} 8F A ©hSRC) & A] A o A & 1 &}
2005 AA AFauap, o] shof Aol ek LAY o

2005 AR o|sfoiAbeh st A St 5 S48 AR A (LS A )
AWARDS/Honors:

1990 Pfizer Lectureship Award from the Clinical Research Institute of Montreal
1991 NIH Director's Award

1992 Biomega L ectureship Award from the University of Montreal Medical School
1995 S 9 pshA)

1995 NHLBI Director's Award for Continuous Outstanding Service

1999  THEA FAIY

2000  A|63] gh=r RFAMA|EZ A ESHE] A A

2003 Scientific Leadership Award by the Oxygen Club of Washington DC
2004 NIH Outstanding Mentor Award

2005 Discovery Award, The society of Free Radical Biology and Medicine

EDITORIAL ACTIVITIES Editorial Board member, The Journal of Biological Chemistry, 1991-1995, 1998-
2003, 2006- Editorial Board member, BioFactors, 1991-1998 Editorial Advisory Panel, The Biochemical
Journal 1992-1997 Editorial Advisory Board, Molecules and Cells, 1993-& #j| Editor, Current Topics in
Cellular Regulation 1998-2003

EDUCATION:

1971- 1972  Seoul Nationa University. Pre-medicine

1973-1976  University of Illinois. B. S. Biology and Chemistry
1977- 1983  Northwestern University Evanston. Ph.D. Neurobiology

ACADEMIC/RESEARCH POSITIONS:

1983- 1985 NRSA Postdoctoral Fellow, Laboratory of Biochemical Genetics
National Heart, Lung, and Blood Institute
Nationa Institutes of Health
1985- 1987  Staff Fellow, Lab of Biochemical Genetics
National Heart, Lung, and Blood Institute
National Institutes of Hedlth
1987- 1992  Senior Staff Fellow, Lab of Molecular Biology
National Institute of Neurological Disorders and Stroke
1992 - 1997  Research Cell Biologist
Laboratory of Neurochemistry
National Institute of Neurological Disorders and Stroke

ADMINISTRATIVE POSITIONS:

2003 Director, Ocular Genetics Program
Division of Extramural Research
National Eye Institute, NIH

1998 - 2003  Chief, Genetic Basis of Neural Function Program
Genetics Research Branch
Division of Neuroscience and Basic Behaviora Science
National Institute of Mental Health, NIH

PROFESSIONAL SOCIETY MEMBERSHIP AND SERVICES:

1979 - Society for Neuroscience
2004 -2006  President, Association for Korean Neuroscientists

REVIEW ACTIVITIES: Refereefor thefollowing journals.

American Journal of Physiology, Brain Research, Electrophoresis, FEBS Letters,
Genomics, J. of Neurochemistry, J. Neuroscience, J. Neuroscience Methods,
Mammalian Genomes, Molecular Brain Research, Proc. Natl. Acad. Sci., USA.
Schizophrenia Bulletin

New Era of Genomic Medicine |7 “




September 21 (Thu) 10:00 - 12:30

Guhmoongo A

S1 Plant Genomics
Organizer : Do Il Choi (KRIBB) & Beom Suck Park

(National Institute of Agricultural Biotechnology)

Chair : Beom Suck Park (National Institute of Agricultural Biotechnology)

10:00-10:30

10:30-11:00

11:00-11:30

11:30-12:00

12:00-12:30

Soo-Jin Kwon (Nationd Institute of Agricultural Biotechnology)

Korea Brassica Genome Sequencing Project

Ki Byung Lim (Kyungpook National University)

Molecular Cytogenetics as a Tool for Brassica Genome Research
Suk-Ha Lee (Seoul National University)

SNP discovery, mapping and utilization for soybean genome sequencing
Do Il Choi (Korean Bioinformation Center)

Current Progress in the Tomato Chromosome No. 2 Seguencing

Byung Cheorl Kang (Seoul National University)
Comparative analysis of disease resistance genesin Solanaceae

September 21 (Thu) 10:00 - 12:30

New Era of Genomic Medicine il

Guhmoongo B

S2 Bioinformatics

10:00-10:30

10:30-11:00

11:00-11:30

11:30-12:00

12:00-12:30

September 21 (Thu) 10:00-12:30

Organizer : Jong Wha Bhak (KRIBB)
Chair : Sang Soo Kim (Soongsil University)

Sang Hyuk Lee (Ewha Women's University)

Genome-wide Prediction of Intronic MicroRNAS

Sukjoon Yoon (Sookmyung Women's University )

Predicting Contact-dependent Secondary Structure Propensity (CSSP);
relevance to amyloidogenic sequences

Dong Soo Han (ICU)

A Prediction System for Protein Interaction (PreSPI) and Its Validation
Wan-Sup Cho (Chungbuk National Univ.)

An SBML-based Metabolic Pathway Reconstruction System

Yoshio Tateno (National Institute of Genetics)

Systematic Evaluation and Classification of Bacterial Genesin INSDC

Guhmoongo C

S3 Genomic Epidemiology
Organizer : Chan Park (KCDC/KNIH)
Chair : Chan Park (KCDC/KNIH)
10:00-10:40 Chan Park (KCDC/KNIH)

10:40-11:20

11:20-12:00

12:00-12:30

Korean Genome Epidemiology Study (KOGES)

Bo Youl Choi (Hanyang University )

Community-Based Cohort Study for Genome Epidemiology in
Cardiovascular Disease

Yun-Chul Hong (Seoul National University)

Polymorphisms of DNA repair genes and disease risk
Myung-Hee Shin (Syunkyunkwan University )

Korean Emigrant Study

New Era of Genomic Medicine |9 “



September 21 (Thu) 15:30-18:00
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Guhmoongo A

S4 Proteomics

15:30-16:10

16:10-16:50

16:50-17:25

17:25-18:00

September 21 (Thu) 15:30-17:30

Organizer : Sang Won Lee (Korea University)
Chair : Myeong Hee Yu (KISTI)

Sang Won Lee (Korea University)

M onoi sotopic mass filtering and refinement of tandem mass spectrometric
data: A step toward label-free approach for quantitative plasma proteomics
Christophe Masselon (CEA Grenoble, France)

Assessment of an Accurate Mass and Time tag strategy in the context of
biomarkers discovery

Dae Hee Hwang (Pohang University)

A computational framework for systems biology approaches using

L C-MS based comparative proteomics.

Bernd Wollscheid (Institute for Molecular Systems Biology, ETH)

Cell Surface Capturing (csc) alows for the MS-BASED |dentification and
Quantification of Cell Surface Antigens

Guhmoongo B

S5 Reproductive Genomics

15:30-16:00

16:00-16:30

16:30-17:00

17:00-17:30

Organizer : SuMan Lee (Pochon cha University)
Chair : SuMan Lee (Pochon cha University)

Seung Yong Hwang (Hanyang University)

Reproductive Genomics: From Gene expression profiling to molecul ar
diagnostics

RICHARD SHEN (Illumina, Inc., San Diego, CA)

550,000 tag SNP markers for Genome-wide association studies

Cheol Hee Kim (Chungnam National University)

Fishing novel genesin zebrafish animal model

KyuBum Kwack (Pochon Cha University)

Genomewide association analysis of premature ovarian failure

T o e=eEmee

New Era of Genomic Medicine =
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Guhmoongo C

S6 Genome-wide Microarray

15:30-16:00

16:00-16:30

16:30-17:00

17:00-17:30

17:30-18:00

Organizer : In-Sun Chu (KRIBB) & Yeun Jun Chung (Catholic University)
Chair : In-Sun Chu (KRIBB) & Yeun Jun Chung (Catholic University)

Ju Seog Lee (The University of Texas M. D. Anderson Cancer Center, USA)
I ntegrative Functional Genomics to Decode Human Cancer Signatures

In-Sun Chu (K orean Bioinformation Center)

Integrated Analysis of genome-wide data using microarray technologies
In cancer research

Yeun-Jun Chung (Catholic University)

Clinical implication of structura variation in human genome

Sun Young Rha (Yonsei University)

Clinical application of expression profiling in colorectal cancer
Kwang-Hyun Cho (Seoul National University)

Reverse Engineering of Gene Regulatory Networksin Systems Biology

New Era of Genomic Medicine |11



September 22 (Fri) 10:00-12:30

S7 Microbial Genomics
Organizer : J Hyun Kim (KRIBB)
Chair : Jun Haeng Lee (Chonnam University) & Tae Kwang Oh (KRIBB)

Guhmoongo A

10:00-10:50 Sang Ho Choi (Seoul National University)
Functional Genomics of Vibrio vulnificus. regulation of toxigenesis
10:50-11:20 Tetsuya lida (Osaka University, Japan)
Pathogenic mechanism and life cycle of a marine bacterium Vibrio
parahaemolyticus
11:20-11:50  Hyun Seok Park (Ewha University)
Genomic approaches for development of succinic acid producing
Zymomonas mobilis ZM4
11:50-12:30  Jongsik Chun (Seoul National University)
Genome analysis of Leuconostoc kimchii IMSNU11154

T 2 o=emie

September 22 (Fri) 10:00-12:30

New Era of Genomic Medicine il

Guhmoongo C

S8 Medical Genomics

10:00-10:30

10:30-11:00

11:00-11:30

11:30-12:00

12:00-12:30

September 22 (Fri) 15:30-18:00

Organizer : Bermseok Oh (KCDC, KNIH )
Chair : Bermseok Oh (KCDC, KNIH)

Kazuki Yasuda (International Medical Center of Japan)

The genetic studies of type 2 diabetes mellitusin Japan

Han Wook Yoo (Ulsan University)

Mutation & SNP spectrum of the human ATP7B gene of Korean patients
with Wilson Disease and their functional characterization

Choon-Sik, Park (Soonchunhyang University)

Association of Nucleotide Polymorphisms of Arachidonate Pathway
Genes with Aspirin Hypersensitivity of Asthma

Jae-Gook Shin (PharmacoGenomics Research Center )
Pharmacogenomics of Drug Disposition for the Personalized Pharmacotherapy
Bermseok Oh (KCDC, KNIH)

Korean Genome Analysis Project : Past, Present, and Future

Guhmoongo A

S9 RNomics and Functional Genomics

15:30-16:10

16:10-16:50

16:50-17:25

17:25-18:00

Organizer : Seong Wook Lee (Dankook University)
Chair : Seong Wook Lee (Dankook University)

Younghoon Lee (KAIST)

Functional networks of noncoding RNAs in Escherichia coli

V. Narry Kim (Seoul National University)

Genomic location and biogenesis of intronic microRNAS

Dong Ki Lee (Pohang University)

RNAs for -omics applications

Sung Chun Kim (GenoProt. Inc)

High-throughput screening of serum proteins using anovel aptamer-based
biochip

New Era of Genomic Medicine 113 “
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September 22 (Fri) 15:30-18:00 Guhmoongo B
S10 Toxicogenomics

15:30-16:10

16:10-16:50

16:50-17:25

17:25-18:00

Organizer : Ku Kong (Hanyang University)
Chair : Kyung Sun Kang (Seoul National University)

Taisen Iguchi (National Institutes of Natural Sciences, Japan)
Application of Ecotoxicogenomics for Studying Endocrine Disruption in
Vertebrates and Invertebrates

Soo Kyong Suh (KNTP)

Application of Toxicogenomicsin Safety Assessment :

Regulatory Perspectives

Byung li Yoon (Kangwon National University)

Time and Dose-based Gene Expression Profiles Produced by aBile
Duct-damaging Chemical, 4,4'-Methylene Dianiline, in an Acute Phase
inthe Mouse Liver

Heekyoung Chung (Hanyang University)

Differential gene expression profiles of acute and chronic injury and
recovery inrat liver steatosis-fibrosis/cirrhosis model

September 22 (Fri) 15:30-18:00 Guhmoongo C
S11 Animal Genomics

15:30-16:10

16:10-16:50

16:50-17:25

17:25-18:00

Organizer : Hee Bal Kim (Seoul National University)
Chair : Hee Bal Kim (Seoul National University)

Womack James. E (Texas A&M University)

The Bovine Genome Sequencing Project

Hong-seog Park (KRIBB)

Comparative genomic structure of the human and bovine PRNP locus
Kwan-Suk Kim (Chungbuk National University)

Application of Pig Genomic Studiesto Agriculture and Life Science
Jae Yong Han (Seoul National University)

Post-chicken genome project : Development and application of novel
chicken genes

T i s=eEmee

New Era of Genomic Medicine

Industry workshop

Korean Bioinformation Center (KOBIC) Guhmoongo B

September 21 (Thu) 12:40-13:30

Tae-Kwon Sohn (KOBIC)
Bioinformatics Analysis using BioMatrix

Seoulin Bioscience Workshop Guhmoongo C

September 21 (Thu) 12:40-13:30

Soo Moon Song (SeoulLin Co., Ltd.)
Multi-Format DNA Microarray & Diverse Application

BMS Workahop Guhmoongo B

September 22 (Fri) 12:50-13:40

Dr. Richard Shen (I/lumina.lnc)
LOH & Copy Number Anaysis using SNP-CGH Chip from illumina

New Era of Genomic Medicine 115 “
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Genomics Approaches to
Bio-Medicine :
New Era of Genomic Medicine

Sponsor ship
o Korean Bioniformation Center, KRIBB
o Biological Reso enter, KRIBB

o Electronic nications Research I nstitute

Mahl T Gabs 635-4 3= Ihe7| =3¢ 413 10119(135-703)
TEL : 02-558-9394  FAX : 02-558-9434
E-mail : kogo@kogo.or.kr http://www.kogo.or kr



